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Abstract  Objective: To investigate the relationship and interaction between the expression of microRNA-21-3p
(miR-21-3p) , microRNA-210-5p (miR-210-5p) and cardiac troponin I (¢Tnl) in patients with sepsis complicated with
myocardial injury. Methods: A total of 128 patients with sepsis were selected and divided into injury group (41 cases) and
non-injury group (87 cases) according to whether they were complicated with myocardial injury. The clinical data, ¢Tnl,
miR-21-3p and miR-210-5p levels were compared between the two groups. The relationship between miR-21-3p,
miR-210-5p and ¢Tnl was analyzed. The predictive value of miR-21-3p and miR-210-5p for sepsis complicated with myo-
cardial injury was evaluated. The interaction between miR-21-3p and miR-210-5p was analyzed. Results: The severity of
the disease, acute physiology and chronic health evaluation ( APACHE I ) score, sequential organ failure assessment
(SOFA) score, c¢Tnl and miR-21-3p levels in the injury group were higher than those in the non-injury group, and the lev-
el of miR-210-5p was lower than that in the non-injury group (all P < 0.05). MiR-21-3p was positively correlated with
¢Tnl, and miR-210-5p was negatively correlated with ¢Tnl (r = 0. 731, - 0. 719, P < 0. 05). MiR-21-3p and
miR-210-5p were independently associated with sepsis complicated with myocardial injury before and after adjusting for
other factors such as severity of disease, APACHE ]I score, SOFA score (all P < 0.05). The receiver operating character-
istic (ROC) curve analysis showed that the area under the curve ( AUC) of miR-21-3p and miR-210-5p in predicting
sepsis complicated with myocardial injury was 0.750 (95% CI: 0.666 - 0.823) and 0.759 (95% CI. 0.676 -0.830),
the optimal cut-off values of the two were 4. 10 and 0. 89, the sensitivity was 82.93% and 51.22% , and the specificity was
59.77% and 86.21% , respectively. The AUC of the combined prediction of the two was 0.916 (95% CI. 0. 853 -
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0.957), the sensitivity was 90.24% , and the specificity was 79.31% , which was significantly better than the prediction of

the two alone (P < 0.05). According to the optimal cut-off value, miR-21-3p and miR-210-5p were divided into high ex-

pression and low expression. There was a positive interaction between high expression of miR-21-3p and low expression of

miR-210-5p in sepsis complicated with myocardial injury ( OR = 28. 600, y = 1. 519, sub-multiplication model ).

Conclusion; miR-21-3p, miR-210-5p and cTnl are significantly correlated and interacted in patients with sepsis complicat-

ed with myocardial injury. The combined detection of miR-21-3p and miR-210-5p is helpful to predict the risk of myocardi-

al injury.

Key words Sepsis; Myocardial injury; MicroRNA-21-3p; MicroRNA-210-5p; Cardiac troponin I; Correlation; Inter-

action
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g (B, Xas) 62.35:44.81 61.7745.02 0.618 0.538
PERI[1(%)] 0.073 0.787
L 23 (56.10) 51 (58.62)
'S 18 (43.90) 36 (41.38)
BMI (kgm?, X 45D 21.2641.44 21.4841.29 0.867 0.388
HR (Jumin, X ds) 103.52413.25 105.60+11.84 0.892 0.374
MAP (mimHg, X 45) 63.4845.47 63.0646.13 0.374 0.709
JEGLER L[4 (%)] 0.285 0.777
Jiti 8 15 (36.59) 34 (39.08)
i 11 (26.83) 22 (25.29)
WIRFRG 5 (12.20) 11 (12.64)
B IR AH 21 4 (9.76) 10 (11.49)
FHofth 6 (14.63) 10 (11.49)
SRt [11(%)]
B PR 13 (31.7D) 25 (28.74) 0.118 0.731
5 1M 14 (34.15) 27 (31.03) 0.124 0.725
re I IR 16 (39.02) 31 (35.63) 0.138 0.710
973 175 7 AR BE [ 51 (%)] 2.456 0.014
[k BERE 12 (29.27) 43 (49.43)
H YR 15 (36.59) 31 (35.63)
R EE AR T 14 (34.15) 13 (14.94)
APACHE 1445 (4, Xas) 24.1643.12 21.2842.49 5.619 <0.001
11.1542.06 8.43+.71 7.853 <0.001
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