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Abstract Objective: To investigate the expression level of long non-coding RNA (IncRNA) zinc finger protein 667 an-
tisense RNA1 (ZNF667-AS1) in non-small cell lung cancer tissues. Methods: A total of 97 patients with NSCLC were in-
cluded in this study. Fresh cancer tissues and corresponding paracancerous tissues were collected during surgery, and real-
time quantitative polymerase chain reaction (PCR) was used to detect IncRNA ZNF667-AS1 and vascular endothelial growth
factor (VEGF). The relationship between the expression of IncRNA ZNF667-AS1 and the clinicopathological characteristics
of NSCLC patients was analyzed. The receiver operating characteristic (ROC) curve was drawn, and the value of IncRNA
ZNF667-AS1 in the diagnosis of NSCL was evaluated. Correlation between IncRNA ZNF667-AS1 expression and VEGF ex-
pression in lung cancer tissues was analyzed. Results: The PCR results showed that the average relative expression of In-
c¢RNA ZNF667-AS1 in cancer tissues of 97 NSCLC patients was significantly higher than that in adjacent tissues (P <0.05).
There was no significant difference in the relative expression of IncRNA ZNF667-AS1 in cancer tissues of NSCLC patients
with different genders, ages, tumor diameters and pathological tissue types (all P >0.05). The relative expression of In-
cRNA ZNF667-AS1 in cancer tissues of patients with or without lymph node metastasis showed statistically significant differ-
ence (P <0.05). The results of real-time fluorescence quantitative PCR showed that the relative expression of VEGF in
NSCLC cancer tissues was significantly higher than that in adjacent tissues (P <0.01), and the relative expression of In-
c¢RNA ZNF667-AS1 in NSCLC cancer tissues was positively correlated with the expression of VEGF (P <0.01). The area
under the ROC curve (AUC) of IncRNA ZNF667-AS1 in the diagnosis of NSCLC was 0.792 (95% CI. 0.683-0.911, P <
0.05), the specificity was 81.23% , and the sensitivity was 86. 12% . Conclusion: The expression of IncRNA ZNF667-ASI
is up-regulated in NSCLC tissues, and it may be involved in the occurrence and development of NSCLC as a tumor-promoting
factor.
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