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WE Ba Kt L AF 2% (BA) B LM A ML A o K4 3E % 2 RNA (LncRNA) B8 4 F A 1
(NEATL) 2 K-F R L5480 T 200 L(Thl) /4580 T 2a i 2(Th2) #4769 % %, 7 k. B BA & 8 H1 % % 36
Bl (G REEA) (B R AR B 44 45) (B A AR ) | 75 SR B B kAR 4 B 5 50 I 4E A afp4e, AR BT SRR
% PCR(qRT-PCR) M & 41 J& 2 LncRNA NEAT1 & ik, & R i X 4 I A0n] 52 51 B o 32 A% 4m e, (PBMC) + Thl Th2 4m
R vets), A ELISA skl & P B e F 48 % -y (IFN-y) (& e feA-F -4 (1L4) R F; KA Pearson 436 547 BA &M X 15
H % % 9P A f2 LncRNA NEAT1 %k 55 Thl/Th2 IFN-y/IL-4 Wfdth % % | 3F#4) ROC & 2, %47 LncRNA NEAT1 % ik
KFxf BA & LA ARG TN ML, &R EHRAFHAEF SN E b LncRNA NEATI Rk K -F k&, Lok h 4%
A28, 2B FRAK, L) gk £ A it &L (3 P <0.05), PBMC ¥ Thl Zg b4 B Thl/Th2 AL & A& 4k K A
St BELE L5 RRHRLE | BoPE R AR B4R Th2 20 B Y] B ARAR R S S R AR R 4R 2% AR HA 40 S PR 4R 4B 1) bR £ F A 43t
FF (3 P<0.05), $M)E fa IFN-y K -F & IFN-y/1L4 AR ZAKAR K Ay 3T PR LA 42 MR AR 4R | Stk AR B4 114 KF
BRAR K Ay BoPE R AR B4 % R4 T RRZE 2RI AR 2 A St F E L (3 P<0.05), BA LMK AE 8 & 4R
f2 LncRNA NEAT1 %4 5 Thl/Th2 IFN-y/114 W fé 2 §i #8% (39 P <0.05) . $MJA o LncRNA NEATI & ik /K Fml
BA &% 2 AFHEETEARA0.903, FAMBAEAH1.73, 8RN A 81.80% , 4 F 1 H 88.90% , 45 :BA &%
Btk Z AR B 5h R S LncRNA NEATL # 4k, 7T46 5 Thl/Th2 F#FELA % .
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Expression of LncRNA NEATI in peripheral blood of patients with bronchial asthma during acute attack and its re-
lationship with Thl1/Th2 balance QIAN Hui, QIAN Wen-xia™ . The Affiliated Zhangjiagang Hospital of Soochow Universi-
ty, Zhangjiahang 215600 , China

Abstract Objective: To investigate the expression level of long non-coding RNA (LncRNA) nuclear enrichment tran-
script 1 (NEAT1) in peripheral blood plasma of patients with bronchial asthma (BA) during acute attack and its relationship
with the balance of helper T cell 1 (Thl)/helper T cell 2 (Th2). Methods: A total of 36 patients in remission period ( re-
mission period group) and 44 patients in acule attack period (acute attack period group) were selected. Fifty healthy volun-
teers served as control group during the same period. The expression of LncRNA NEAT1 in peripheral blood plasma was de-
tected by real-time fluorescence quantitative PCR ( qRT-PCR), the proportion of Thl and Th2 cells in peripheral blood
mononuclear cells (PBMC) was determined by flow cytometry, and the levels of interferon-y (IFN-y) and interleukin-4 (IL-
4) in peripheral blood plasma were determined by ELISA. Pearson test was used to analyze the relationships between the ex-
pression of LncRNA NEATI and the ratios of Th1/Th2, IFN-y/IL.4 in peripheral blood plasma of patients with acute BA at-
tack, and the ROC curve was drawn to analyze the predictive value of LncRNA NEATIL expression level for acute BA attack.
Results: The expression level of LncRNA NEAT! in peripheral blood plasma of acute attack group was the highest, followed
by remission group and control group, and the differences were statistically significant (P <0.05). The proportion of Thl
cells and the ratio of Th1/Th2 in PBMC were in turn control group, remission group and acute attack group, the proportion of
Th2 cells in PBMC was in turn acute attack group, remission group and control group, and there was significant difference
between any two groups (P <0.05). The level of IFN-y and the ratio of IFN-vy to IL4 in peripheral blood plasma were in
the order of control group, remission group and acute attack group, and the level of IL-4 was in the order of acute attack
group, remission group and control group, and there was significant difference between any two groups (P <0.05). The ex-
pression of LncRNA NEAT! in peripheral blood plasma of patients with acute attack of BA was negatively correlated with the
ratios of Th1/Th2 and IFN-y/IL4 (P <0.05). The area under the ROC curve of expression level of LncRNA NEATI in pe-
ripheral blood plasma predicting the acute attack in BA patients was 0. 903, the optimal truncation value was 1.73, the sen-
sitivity was 81.80% , and the specificity was 88.90% . Conclusions;: LncRNA NEATI is highly expressed in plasma of BA
patients during acute attack, which may be related to the disturbance of Th1/Th2 balance.
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